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The Term ‘-omics’

 In the new era of high end technology and ever 

 

Genomics

Abstract

 With the advances in modern diagnostic expertise for cancer, certain approaches allowing scanning of the 

complete genome and the proteome are becoming very useful for researchers. These high throughput techniques 

have already proven power, over traditional detection methods, in differentiating disease sub-types and identifying 

future possibilities of these methods in oncogenic detection. 
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Figure 1. Assortment of Gen-Omics 
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Figure 3. DNA Methylation Patterns in Normal and 

Cancerous Cells.
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